in an independent 10-year study performed in a Quebec hospital (r = 0.96, P = 0.002) (3). The distribution of the strains according to their recovery site is given in Table 2 . Strains isolated from the nose and throat were predominant.
Between 1976 and 1983, the Quebec Public Health Laboratory systematically phage typed 13,579 clinical and environmental isolates of Staphylococcus aureus. This study reports the distribution among lytic groups of all of the strains tested. Variations in distribution in relation to some clinical sources and time periods are also presented.
The strains came from different regions of the province, with a majority of them from the city of Montreal. Less than 10% of the strains were multiple isolates from single pa- tients. All of the strains were confirmed to be S. aureus based on their cultural characteristics and the production of a free coagulase (9) .
Typing Our proportion of strains belonging to lytic group III was statistically comparable (8) to that reported by Zierdt et al. (11) ; however, we encountered three times as many strains belonging to lytic group I. However, the close proportion of group II in both studies was statistically different (8 Meadows (5) in an independent 10-year study performed in a Quebec hospital (r = 0.96, P = 0.002) (3). The distribution of the strains according to their recovery site is given in Table 2 . Strains isolated from the nose and throat were predominant.
The distribution of strains by lytic groups according to various recovery sites, which were chosen on the basis of large numbers or clinical importance, is illustrated in Fig. 1 . Group M predominated except at the skin-lesion site, where the lytic group II prevailed. Our finding that most strains isolated from skin-lesion sites belong to group II is interesting because of the common association made between these strains and staphylococcal infections accompanied by cutaneous manifestations (1, 6) . A larger proportion of nontypeable strains (30.5%) was encountered in isolates from the nose-throat site than from the other sources.
The distributions of strains among the different lytic groups and according to selected sources were compared using a normalized sample, and their correlation coefficients (r) were calculated (3). There was a high degree of correlation between the distribution from the blood culture and pus-wounds sources and the total number of strains (r 2 0.9), with a statistical significance (P s 0.01). The distribution of strains recovered from the nose-throat site correlated well with the distribution of strains isolated from the puswounds site (r = 0.91, P = 0.01) and with that of the total number of strains (r = 0.9, P = 0.006). No statistically significant correlations between the distribution of strains from noses and throats and those from blood cultures or between strains isolated from skin and lesions and strains from other sources were found (P > 0.05).
The yearly proportion of group III strains, calculated by the least-squares method (10), remained stable over the 7-year study. Among the changes in trends, we noticed an important increase (13 to 39%) in the number of mixed-group strains and an important decrease in the number of nontypeable strains (33 to 8%). Increases in the mixed-group phage patterns have already been reported (5, 11) . The decrease in nontypeable strains could be related to a marked decrease in the number of nose and throat samples from which such strains were most frequently obtained, particularly during the last 2 years of the study.
At the Quebec Public Health Laboratory, 25% of the S. aureus strains studied from 1976 to 1983 were susceptible to phages 94, 95, and 96, with respect to both the total number of strains and the majority of sources; these strains were probably endemic during this period. In addition, our distri- 
